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Claim amendment: 

Please amend claims 1-3, and 10-14 as set forth in the current listing of claims: 

1 . (currently amended) An isolated nucleic add sequence which encodes a polyp e ptid e 
fiisionprotdnand which is composed of a combination of a biooynthOGis n ucldc acid 
sequence encoding a &tty add or lipid metabolism and one of the following nucleic 
adds: 

a) a nucldc add sequence with the sequence shown in SEQ ID NO: 1, 

b) nucleic add sequences which are derived from the nucldc add sequence shown 
in SEQ ID NO: 1 as the result of the deg«eracy of the genetic code, 

c) derivatives of the nucldc acid sequence shown in SEQ ID NO: 1 which moode 
polypeptides with the amino add sequences shown in SEQ ID NO: 2 and whidi 
have at least 60%SS2i homology at the amino add level^^ 

d) a nuol e io add ooquonoc with tfao soquenoo ohown in SEQ ID NO: 3 or the amino ■ 

tefiari nol portion of tho ooding region of th e o e qu e nooj 

2. (curroitly amended) An isolated nucleic add sequ^ce as claimed in claim 1 , wherdo a 
sequence of the following protein groups is used as biosynthesis nudeic add sequence of 
the fisitty add or lipid metabolism: 

Acyl Co A d e hydrog e nas e^^, A eyl ACP[^aoyi oonior protein] d e BQturooo(o)^ Aoyl - ACP 
tfaio e gt e raoo(a), fatty odd aoyitraiiofomDo(o), fatty add $yntfaao e (o)^ fatty add 
hydroxylas e (o), aootyl oo e nzymo A carboxylaoQ(o), oeyl - ooenzym e A oKidiaoo(G)i f atty 
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acid desaturaseCs); fatty acid ooetylonasoQ, lipoxygeamooo^ triaoylglyo e rDl liposo s , 
oll e noxido oynthoooo, hydroporoxido lyoooo and/or fatty aoid elpngao e (o) > 

3. (currently amended) An isolated nucldc add sequaice as claim 

sequence of the following protein groups is used as biosynthesis nucleic acid sequence of 
the &tty add or lipid metabolism: 

fiittvQfiid iiof%rl!mnpfffrf i nn(n), AA A^^H^^^ ^ dmntiim'Tr Afi d mn tTi TO ici , AO d o QQ tunro , 
A 12 doGaturog e , A15 d e ooturaso or a fatty add e longp se. 

4. (previously presented) An isolated nucldc add sequence as claimed in claim 1 , wherein 
the derivatives mentioned under (c) have a homology at the amino acid level of 80%, 
over the entire region of the sequence shown in SEQ ID NO: 2. 

5. (original) An amino acid sequence encoded by a nucldc add sequence as claimed in 
claim L 

6. (previously presented) An isolated nucldc add construct comprising a nucleic add 
sequence as claimed in claim 1 , wherein the nucldc add sequence is linked to one or 

more regulatory signals. 
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7. (previously presented) The use if a nucldc acid sequ^oe as daimed in claim 1 or of a 
nucleic add construct comprising said nucleic add sequence wherdn the nucldc acid 
sequence is linked to one or more regulatory signals for the generation of transgenic 
plants. 

8. (previously presented) A vector conqmsing a nucldc add sequence as daimed in claim 1 
or a nucldc add construct comprising said nucldc add sequence wherdn the nucldc 
acid sequence is linked to one or more regulatory signals. 

9. (original) A vector as claimed in claim 8, which is a linear or drcular DNA, a phage, a 
virus, a transposon, a IS element, a phasmid, a phagemid, a cosmid or a plasmid. 

10. (currently amended) Ab -A non-human o rganism comprising at least one isolated nucldc 
acid sequence as claimed in claim 1, at least one isolated nucldc add construct 
comprising said nucldc add sequence wherein the nucleic acid sequence is linked to one 
or more regulatory signals or at least one vector comprising sdd niiddc add sequence 
wherdn the nucleic add sequoce is linked to one or more regulatory signals or a nucldc 
acid construct comprising said nucldc add sequence wherdn the nucleic add sequence is 
Mnked to one or more regulatory signals, 

1 1 . (currently amended) A aA non-human organism as claimed in claim 1 0, which is a 
eukaiyotic organism. 

j 12. (currently amaided) An-A non-human organism as claimed in claim 10, which is a plant, 
PA6E13/16'RCVDAT11j22/20055:58:16PM[Eas(em 



Fax sent bi^ : 28265981K NDDQ LLP 11-22-65 17:58 Pg: 14/16 

*• ** 

Serial No: 10/089,147 Kindl et aL DT970283 

a eidcaryotic mircooi^anism or an animal. 

1 3. (currently amended) Aa -A non-human o rganism as claimed in claim 10, which is a plant, 
afongusorayeast. 

14. (currently amended) AxhA.non-human,organism as claimed in claim 10, which is 
Yarrowte fypolytica, Saccharomyces cereviseae, Traustochytriim^ Arabidopsis thalianay 
Brassica mpus oxLinium usitatissimwn, 

15. (previously presented) A transgenic plant oomimsing a nucleic add sequence as claimed 
in claim 1 or a nucleic acid construct comprising said nucleic add sequence. 

1 6. (previously presented) A method of targeting proteins involved in lipid or fatty acid 
biosynthesis into liposomes or lipid bodies, which comprises combining the protein- 
encoding nuddc acids and one of the following sequences to give a joint protein- 
encoding sequence: 

a) a nuddc add sequence with the sequence shown in SEQ ID NO: I , 

b) nucleic add sequences which are derived from the nucldc acid sequence shown 
in SEQ ID NO: 1 as the result of the degeneracy of the generic code, 

c) derivatives of the nucldc add sequence shown in SEQ ID NO: 1 which encode 

-10- 
051119 



PA(£14/16'RCVDAT11/22I2II055:S6:16PM [Eastern Slw^^^ 



Fax .sent by : 2826598185 NDDQ LLP 11-22-85 17:59 Pg: 15/16 



Serial No: 1(V089,147 Rindl et al. 



DT970283 



polypeptides wift Ae amino add sequaices shown in SEQ ID NO: 2 and which 
have at least 60% homology at the amino acid level, 
d) a nucleic add sequence with the sequence shown in SEQ ID NO: 3 or the amino- 
terminal portion of the coding region of tins sequaace, and introducing the 
resulting sequence into a eukaiyotic oiganism. 

17. (previoxisly presented) A method of targeting proteins involved in Upid or fatty add 
biosynthesis into liposomes or lipid bodies, which comprises intiodudng at least one 
nuddc add sequence as claimed in clahn I or at least one nuddc add constract 
comprising said nucldc add sequence wherdn the nuddc add sequence is linked to one 
or more regulatory signals into an oil-produdng organism. 

18. (previously presented) A method ofprodudngfirtty adds or Hpids, which comprises 
mtrodudng at least one nuddc add sequence as claimed in olami lor at least one q 
nuddc add construct compiisiag said nuddc add sequence wherdn the nuddc add ^ 
sequence is Unked to one or more regulatory signals into an oil-piodudng organism, m 
growing this organism and isolating the oil contained in the organism 3 

I 

19. (previously presented) A method ofprodudngfetfy adds, whidi comprises introducing 

at least one nudeic add sequence as claimed in claim 1 or at least one nucldc add ^ 
construct comprising said nuddc add sequence wherdn the nucldc add sequence is 
linked to one or more regulatory signals into an oil-pnxludng organism, growing this 
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organism, isolating the oil contained in the organism and Uberating the fe^ 

20. (previously presented) A method as claimed in claim 16, wher^n the organism is a plant 
or a ^ikaryotic miorooiganism. 
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